Source/description: The bovine SDHA cDNA (succinate dehydrogenase flavoprotein subunit A) has been cloned and sequenced 1. From the published sequence (GenBank accession number M60879), primers SDHA467and 770 were designed to amplify across a potential splice site to find polymorphisms from an intron. The predicted product size from amplification of cDNA was 304 bp. Amplification of genomic DNA resulted in a 1202-bp product (GenBank accession number AF139922), which was sequenced to confirm proper amplification of SDHA alleles, intron size (898 bp) and splice donor site location (position 169 of AF139922). Exon and intron designations could not be determined, since all available SDHA sequences in GenBank are derived from cDNA. For polymorphism detection, a second primer pair ( SDHA613and 657) was used to amplify a 943-bp fragment that spanned the intron. Linkage analysis and chromosomal location: Genotypes from the reference population (76 informative meioses) were generated by PCR-RFLP detection of the A/G-862 SNP in the 943 bp SDHA product. Linkage analysis revealed that the SDHA locus maps 1 ·3 c m distal to BMS521 (twopoint rec. freq. = 0 ·01, LOD 17 ·91). This result extends coverage of the linkage group 1 ·3 c m closer to the telomeric end of bovine chromosome 20 (BTA20). The human orthologue of SDHA is localized to HSA5p15, therefore the placement of bovine SDHA extends the synteny conservation between BTA20 and HSA5q13 ·3-p14 ·3-5p15.
